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AFD Expression Patterns [ Directly Associated Patterns ]

Gene Coment Protein Description BegbIcL B BE
ceh—23 |C.Elegans Homeobox Homeodomein protein 1
|__egl-2 |EGg Laying defective Cation(K+) channel 4
| _gey—8 [Guanylyl CYclase Guanylate cyclase 2
nes—1__|Neuronal Calcium Sensor family Calcium sensor protein 6
tax—4 _|abnormal CHEmotaxis K+ channel 4
osm—6 | OSMotic avoidance abnormal 277? 6
ab/-71 |DPP/BMP-Like TGF—beta propeptide 4
ncs—1__|Neuronal Calcium Sensor family Calcium sensor protein 6
ceh—14 |C.Elegans Homeobox Homeobox domein 1
nhr-38 |[Nuclear Hormone Receptor family Zink finger(typeC4), VitaminD recepter 1
eg-2 |EGg Laying defective Cation(K+) channel 4
bra—1 |BMP receptor Associated protein family 277? 6
njp—7 [Neuropeptide—Like Protein 2?7? 6
njp—21 [Neuropeptide—Like Protein ATP—depent.ier.lt R_NA helicase 4
Fibrillarin 5
zig=5 |2 (Zwei) IG-domain protein Immunoglobulin—set domain 5
kin—29 |protein KINase Serine/threonine protein kinase 2
tax—6 |abnormal CHEmotaxis Metallophosphosterase 3
Metallophosphosterase 3
goc—1 |G Protein, Gamma subunit G—protein gamma—12 subunit 4
tax—2 _|abnormal CHEmotaxis K+ channel,pore region 2
tax—2 _|abnormal CHEmotaxis K+ channel,pore region 2
. Paired-like homeobox 1
ttx—1 |abnormal ThermoTaXis Paired—like homeobox 1
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